2018 9 31 9

Chin J Blood Transfusion Sept 2018 Vol.31 No.9

* 985

Hcv ;
( . . .
)y -HCV 0,
HCV
. -HCV
HCV o
1 5 HCV

2017 30( 5) : 443-448.

2 Collaborators POH. Global prevalence and genotype distribution of

hepatitis C virus infection in 2015: a modelling study. Lancet Gas—

346.
5 Song Y Bian Y Petzold M et al. Prevalence and trend of major
transfusion-transmissible infections among blood donors in western

China 2005 through 2010. Plos One 2014 9( 4) :217225.

6 . 2011 ~2014 -
HCV 2016 18(5) : 467-468.
7 . 2011 HCV
2013 24(2) : 112.
8 . 20092014
( ) 2016(5):
823-825.
9 . HCV

2017 46( 17) : 23922393
10 WangJ LiuJ Huang Y et al. The persistence of hepatitis C vi—
rus transmission risk in China despite serologic screening of blood

donations. Transfusion 2013 53( 10 Pt 2) : 2489-2497.

troenterology & Hepatology 2017 2( 3) : 161-176. 11 .
3 2011 2014 2017( 12) : 1376-1378.
-HCV 2017 39(5) : 773-775. (2018-08-25 09-15 )
4 . HCV
2010 28( 4) : 344—
. .
HBV
A 116001)
( HBV) ( NAT) HBV

o PCR- ( Cobas TagScreen MPX Test V2.0) 6 HBV/HCV/
HIV TMA ( Ultrio Plus /Ultrio Elite) o
TMA NAT 3 PCR- 4 6 4

3 5 HBV o

2017 8 —2018 7 MP-NAT 9 689 pool( 57 868 )

88 pool 24 pool( 141 ) 72.73% -
141 TMA 4 o 4 4  MPX-6 NAT 4

4  ID-NAT 2 ('S018001 1/4 S018002 3/4) 2
o Tigris  Panther NAT 4 3 HBV/HCV/HIV Tigris 2
(1S018002 3/3 S018004 1/3) ; Panther 2 (S018001 2/3
S018002 1/3) . 1 o 4 A-HBc
2 A-HBe (S018002 S018004) ;2 HBsAg ('S018001 S018004) .
HBV
:R446.11"2 R512.6"2 tA : 1004-549X( 2018) 9-0985-04

doi: 10. 13303 /j. cjbt. issn. 1004-549x. 2018. 09. 018
A : (1977.099

0 0411-82653557 Email: zangliangdl
@ 163. com

HBYV residual risk analysis of MPX-6 Positive but Individual
Test negative blood specimens in nucleic acid screening

ZHOU Let LIU Ying DENG Xuelian ZOU Yaxuan ZHOU
Lu WANG Xinmei ZANG Liang. Daliang Blood Center Dalian



* 086 ° 2018

9 31 9 Chin J Blood Transfusion Sept 2018 Vol.31 No.9

116001 China. Corresponding author: ZANG Liang.
Abstract: Objective

In order to analyze the residual risk of HBV transfusion-transmitted hepatitis B virus ( HBV) in

the blood screening of blood donors in Dalian area and to evaluate the role of nucleic acid detection ( NAT) blood screening

systems in reducing the residual risk of HBV transfusion-transmitted. Methods

The QPCR Test ( Cobas TagScreen MPX

Test V2.0) was used for qualitative detection of HBV/HCV/HIV in pools of 6 and the reactive pool’s specimens were test—

ed by ID-NAT. If the results were non—reactive the specimens were examined using the transcription-mediated amplification

( TMA) technique ( Ultrio Plus /Ultrio Elite) . The replicated reactive specimens were tested 3 times joint test and plus dis—

crimination test by TMA NAT platform at the same time Roche Cobas s 201 TaqScreen system was applied to 4 times MPX-

6 test and 4 times individual test. We applied Roche electrochemical luminescence as third party reagent to confirm HBV in—

fection status. Results

From August 2017 to July 2018 a total of 9 689 pools ( 57 868 blood donors) were detected by

MPX Test method in the blood center. 88 pools were reactivity in the mixed test and 24 pools ( 141 specimens) were non-re—

active in the split test with a positive rate of 72. 73%. 141 specimens were re-tested using the Procleix Ultrio Plus/Elite as—

say then 4 specimens presented reactivity. But the repeated test showed not all 4 specimens were repeated reactivity. HBsAg

positivity was confirmed by using ECL method. As a result the residual risk of HBV was found in all 4 samples which could

not be used in clinical blood transfusion. Conclusion Blood specimens of MPX-6 positive but individual test negative in

nucleic acid screening have the residual risk of HBV infection in blood transfusion. The determination of the results of these

samples should be treated carefully to improve the safety of blood.
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